Key indicators: single-crystal X-ray study; T = 123 K; mean (C-C) = 0.001 Å; R factor = 0.047; wR factor = 0.142; data-to-parameter ratio = 31.6.
In the crystal structure of the title compound [systematic name: 5H-dibenzo [a,d] cycloheptatriene-5-carboxamidemethanoic acid (1/1)], C 16 H 13 NOÁCH 2 O 2 , the cytenamide and solvent molecules form a hydrogen-bonded R 2 2 (8) dimer motif, which is further connected to form a centrosymmetric double-motif arrangement. The asymmetric unit contains two formula units.
Related literature
For details on experimental methods used to obtain this form, see: Davis et al. (1964) ; Florence et al. (2003) ; Florence, Johnston, Fernandes et al. (2006) . For related literature on cytenamide, see : Florence, Bedford et al. (2008) . For cytenamide analogues, see: Cyr et al. (1987) ; Fleischman et al. (2003) ; Florence, Johnston, Price et al. (2006) ; Florence, Leech et al. (2007) ; Bandoli et al. (1992) ; Harrison et al. (2006) ; Leech et al. (2006) ; . For graph-set motifs, see: Etter (1990) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2007 ); cell refinement: APEX2; data reduction: SAINT (Bruker, 2007) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and Mercury (Macrae et al., 2006) ; software used to prepare material for publication: PLATON (Spek, 2003) .
part of a wider investigation that couples automated parallel crystallization with crystal structure prediction methodology to investigate the basic science underlying the solid-state diversity of CBZ (Florence, Johnston, Price et al., 2006; Florence, Leech et al., 2007) and its closely related analogues: CYT (Florence, Bedford et al., 2008) , 10,11-dihydrocarbamazepine (DHC) (Bandoli et al., 1992; Harrison et al., 2006; Leech et al., 2006) and cyheptamide .
The sample was identified as a new form using multi-sample foil transmission X-ray powder diffraction analysis (Florence et al., 2003) . Subsequent manual recrystallization from a saturated formic acid solution by slow evaporation at 278 K yielded a sample suitable for single-crystal X-ray diffraction (Fig. 1) .
The molecules crystallize in the space group P2 1 /c with two CYT and two solvent molecules in the asymmetric unit.
Both CYT molecules form an R 2 2 (8) (Etter, 1990) dimer motif with adjacent solvent molecules via contacts 1 -4 (Table 1 ).
In addition, two N-H···O contacts (5 and 6) join adjacent dimers to form a R 4 2 (8) centrosymmetric double motif (Fig. 2 ).
This packing arrangement is similar to that in CBZ-formic acid solvate which, in contrast, crystallizes with Z' = 1 in the monoclinic space group P2 1 /c (Fig. 2) . The main difference being a doubling of the a axis in CYT-formic acid solvate (Z' = 2) (Fleischman et al., 2003) Experimental A sample of cytenamide was synthesized according to a modification of the published method (Davis et al., 1964) . A single-crystal sample of the title compound was recrystallized from a saturated formic acid solution by isothermal solvent evaporation at 278 o K. Figures   Fig. 1 . The molecular structure and atomic labelling of CYT formic acid, showing 50% probability displacement ellipsoids.
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